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Introduction:  Forensic Microbiology is an emerging 
discipline in clinical diagnostics and public health that 
can be applied, for example, to clarify the origin of a 
hospital-acquired infection [1].  Enterococcus faecium 
(Efm) colonizes the human gut but is also one leading 
hospital pathogen worldwide. Last year, a taxonomic 
restructuration proposed that Efm inhabiting the human 
gut may actually correspond to Enterococcus lactis species, 
while those causing hospital infections are truly Efm [2].
Objectives: Our main goal was to assess the current fecal 
carriage rate of E. faecium in Portuguese healthy humans 
and to add in the establishment of criteria to differentiate 
them from E. lactis since this species is expectedly dominant 
in the human gut. Methods: Nine faecal samples were 
obtained from healthy volunteers (5 females, 4 males; age 
range 23-68 years, mean 46 years) of the metropolitan 
Porto area (4 cities) between February-March 2022. 
Sample (2 g) processing included an enrichment step 
in Brain-Heart Infusion broth without/with 3 antibiotics 
(ampicillin-16 μg/mL, vancomycin-6 μg/mL or linezolid-4 
μg/mL) for 37°C/18h. The resulting enrichment (0.1mL) 
was seeded onto Slanetz–Bartley agar plates, without/with 
the same antibiotics (37°C/48 h). From each plate, a colony 
of each morphology was selected for further species 

identification by PCR. Antibiotic susceptibility was studied 
against 9 antibiotics according to EUCAST/CLSI.  Results: 
Enterococci (n=53) were isolated from all samples. They 
were identified as Efm (n=44, obtained from all samples), 
E. faecalis (n=7, obtained from 3 samples) and Enterococcus 
spp. (n=2). Samples contained enterococci resistant to 
erythromycin (89%), tetracycline (56%), quinupristin/
dalfopristin (44%-only Efm) and/or ampicillin (11%). One 
sample carried 2 multidrug-resistant Efm. Conclusions: 
Although the number of samples recovered until now is 
limited, the dominance of Efm in detriment to E. faecalis 
species contrasts with a national survey made 20 years 
ago reporting a prevalence of E. faecalis over E. faecium 
[3]. Future experiments will include the differentiation of 
these Efm isolates between truly Efm or E. lactis species 
by designing novel specific primers (ongoing). This will 
be fundamental as these species cannot be confounded 
whenever a rigorous identification of E. faecium as a 
hospital pathogen is needed for forensic investigations.
This project was approved by the Ethics Committee of 
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a Ciência e a Tecnologia under the project EXPL/SAU-
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